Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.002 Å; R factor = 0.045; wR factor = 0.138; data-to-parameter ratio = 18.2.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 1-(2-Azidoacetyl)-3-methyl-2,6-diphenylpiperidin-4-one H. Yuvaraj, S. Sundaramoorthy, D. Velmurugan and R. G. Kalkhambkar Comment 2,6-Diarylpiperidin-4-ones normally adopt chair conformation with equatorial orientation of all the substituents. Nevertheless, introduction of some heteroconjugate groups such as -NO, -CHO, -COCH 3 , -COC 6 H 5 , etc., at the heteroatom of 2,6-disubstitutedpiperidine ring system have reported to cause a major change in ring conformation, and orientation of the substituents (Jeyaraman et al., 1999; Ponnuswamy et al., 2002) . To establish the conformational impact of azidoacetyl group at the nitrogen of 2,6-diphenyl -3-methylpiperidin-4-one, the current study has been undertaken.
The ORTEP plot of the title molecule is shown in Fig.1 . The piperidine ring adopts a distorted boat conformation with the puckering parameters (Cremer & Pople, 1975) and asymmetry parameters (Nardelli, 1983) of q 2 = 0.699 (5) Å, q 3 = -0.043 (2) Å, φ 2 = 68.242 (8)° and Δ s (C1 and C4) = 9.5 (2) Å. The sum of the bond angles around the atom N1 [(355.42 (3)°] of the piperidine ring is in accordance with the sp 2 hybridization.
The crystal structure is stabilized by C-H···O and C-H···N intermolecular interactions which link the molecules into chains running along the c axis. Atoms C2 and C5 at (x, y, z) donate one proton to acceptor O2 and N2 at (-x + 1, -y, -z), forming a centrosymmetric dimers ( Experimental 1-(2-Azidoacetyl)-3-methyl-2,6-diphenylpiperidin-4-one was prepared from the reaction of 1-chloroacetyl-3-methyl-2,6-diphenylpiperidin -4-one with NaN 3 as per the reported procedure (Keana & Cai, 1990) . The obtained crude mass was purified by column chromatography followed by recrystallization from ethanol giving colourless, diffraction quality crystals.
Refinement
The C bound H atoms positioned geometrically (C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl H and 1.2 U eq (C) for other H atoms. Symmetry codes: (i) −x+2, y+1/2, −z+1/2; (ii) −x+1, −y, −z. Fig. 1 supplementary materials sup-8 Fig. 2 
